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Sipavibart is a recombinant anti-SARS-CoV-2 spike protein monoclonal antibody derived from human IgG1, in
which amino acid residues in the H-chain are substituted at 6 positions (L242F, L243E, M260Y, S262T, T264E,
P339S). Sipavibart is produced in CHO cells. Sipavibart is a glycoprotein (molecular weight: ca. 148,000)
composed of 2 H-chains (y1-chains) consisting of 455 amino acid residues each and 2 L-chains (A-chains)

consisting of 215 amino acid residues each.
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Sibeprenlimab is a recombinant anti-APRIL (a proliferation-inducing ligand) monoclonal antibody whose
complementarity-determining regions are derived from mouse antibody and other regions are derived from human
1gG2. Sibeprenlimab is produced in CHO cells. Sibeprenlimab is a glycoprotein (molecular weight: ca. 149,000)
composed of 2 H-chains (y2-chains) consisting of 446 amino acid residues each and 2 L-chains (k-chains) consisting

of 218 amino acid residues each.
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Tagraxofusp is a recombinant N-terminal methionylated fusion protein, whose amino acid residues at positions 2 — 389,
390 — 391, and 392 — 524 correspond to amino acid residues at positions 33 — 420 of diphtheria toxin, a linker, and
human interleukin-3, respectively. Tagraxofusp is produced in Escherichia coli. Tagraxofusp is a protein consisting of

524 amino acid residues.
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Retifanlimab is a recombinant anti-PD-1 monoclonal antibody whose complementarity-determining regions are
derived from mouse antibody and other regions are derived from human IgG4. In the H-chain, the amino acid residue
is substituted at 1 position (S227P), and K446 at the C-terminus is deleted. Retifanlimab is produced in CHO cells.
Retifanlimab is a glycoprotein (molecular weight: ca. 148,000) composed of 2 H-chains (y4-chains) consisting of 445

amino acid residues each and 2 L-chains (k-chains) consisting of 218 amino acid residues each.
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